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A major threat to worldwide public health, the influenza virus is known for its quick mutation and 

capacity to evade immune responses. The flu season resurfaces every year as a persistent threat, 

and the potential for a pandemic brought on by a new strain of the virus emphasizes the need 

for a universal influenza vaccination. A vaccine of this kind would provide all-around defense 

against a variety of viral strains, reducing the need for yearly vaccine distribution and 

reformulation. Notable developments in this field include the work "Antigenic Landscape Analysis 

of Individuals Vaccinated with a Universal Influenza Virus Vaccine Candidate Reveals Induction of 

Cross-Subtype Immunity," which sheds light on recent developments. 

The Pursuit of a Universal Influenza Vaccine 

Conventional influenza vaccines are meticulously crafted to target specific strains, focusing on 

the hemagglutinin (HA) proteins adorning the virus's surface. However, the HA proteins are 

notorious for their high mutation rate, leading to fluctuating vaccine efficacy annually.  

Clinical trials are being conducted on vaccines against the influenza virus, including chimeric 

hemagglutinin (cHA)-based constructs that target the conserved stalk domain of hemagglutinin. 

Due to the conservation of the stalk domain, antibodies directed to it show broad binding 

profiles, usually within group 1 and group 2 influenza A or influenza B virus phylogenies.  

In this study, researchers analyzed serum samples from a phase I clinical trial (CVIA057, 

NCT03300050) using an influenza virus protein microarray (IVPM). The IVPM technology allowed 

them to assess the immune responses not only to a large number of group 1 hemagglutinins but 

also group 2 and influenza B virus hemagglutinins. In CVIA057, different vaccine modalities, 

including a live attenuated influenza virus vaccine and inactivated influenza virus vaccines with 

or without adjuvant, all in the context of cHA constructs, were tested. They found that 

vaccination with adjuvanted, inactivated vaccines induced a very broad antibody response 

covering group 1 hemagglutinins, with limited induction of antibodies to group 2 hemagglutinins.  

Researchers employed antigenic landscape analysis to scrutinize the immune responses elicited 

in individuals vaccinated with this candidate. The findings unveiled the induction of cross-subtype 

immunity, a pivotal element in the comprehensive battle against influenza. 

 

Deciphering Antigenic Landscape Analysis 

Antigenic landscape analysis is an advanced methodology designed to map the immune 

responses of vaccinated individuals across an extensive spectrum of influenza strains. This 

technique offers a holistic perspective on the vaccine's efficacy in inducing antibodies capable of 



recognizing and neutralizing diverse influenza subtypes. The study harnessed the power of the 

Influenza Virus Protein Microarray (IVPM) to examine sera from vaccinated subjects, facilitating 

a meticulous assessment of antibody binding across various hemagglutinins. 

 

 

The IVPM technology stands out in this research. By displaying a vast array of HA proteins on a 

microarray, researchers could concurrently evaluate the binding affinity of antibodies to multiple 

influenza strains. This high-throughput analysis is indispensable for pinpointing vaccine 

candidates that evoke broad-spectrum immunity. 

Emergence of Cross-Subtype Immunity 

A highlight of the study was the discernible induction of cross-subtype immunity among 

vaccinated participants. Cross-subtype immunity pertains to the immune system's prowess in 

recognizing and responding to multiple influenza subtypes, including those not explicitly targeted 

by the vaccine. This attribute is quintessential for a universal vaccine, indicating potential 

protection against a wide array of influenza strains, encompassing those yet to emerge. 

The antigenic landscape analysis elucidated that the vaccine candidate fostered antibodies with 

the capability to bind to multiple HA subtypes. This extensive reactivity is a testament to the 

vaccine's prospective universal protective capacity. Furthermore, the study demonstrated that 

the immune response transcended a singular subtype, encompassing diverse subtypes and 

thereby amplifying the vaccine's efficacy against a myriad of influenza strains. 



 



Fig1: A. Geometric means of serum IgG induction against influenza virus HAs by experimental group. (A) 
Experimental overview. (B) Fold induction from day 1 to day 29. (C) Fold induction from day 1 to day 
113. 

The Integral Role of Automated Liquid Handling in Vaccine Research 

The success of such intricate studies is profoundly anchored in cutting-edge laboratory 

technologies. The IVPM utilized in this research is a potent instrument for dissecting the immune 

response to a universal vaccine candidate. However, the intricacies involved in preparing and 

analyzing these microarrays necessitate unparalleled precision and consistency, challenges that 

are often daunting with manual processes. 

Enter the VERSA Automated Liquid Handling Workstation. This system is meticulously engineered 

to automate the entire microarray preparation process, ensuring unwavering sample 

preparation, exact reagent dispensing, and meticulous data collection. By integrating VERSA 

systems into the research workflow, variability is curtailed, throughput is enhanced, and the 

reproducibility of results is bolstered. 

In the context of this study, the deployment of automated systems like VERSA likely played a 

cardinal role in procuring reliable and precise data, enabling researchers to derive meaningful 

conclusions regarding the vaccine's efficacy. Moreover, features such as automated sample 

dilution, plate washing, and liquid-level detection streamline the microarray process, rendering 

it more efficient and less susceptible to human-induced errors. 

Implications for the Future of Vaccine Development 

The revelations from this study signify a monumental leap forward in the quest for a universal 

influenza vaccine. The induction of cross-subtype immunity intimates that the vaccine candidate 

harbors the potential to offer expansive protection against multiple influenza strains, potentially 

obviating the frequent vaccine updates necessitated by the virus's mutability. 

Additionally, the application of antigenic landscape analysis underscores the paramount 

importance of comprehensive immune profiling in vaccine development. By meticulously 

mapping the immune response across a vast array of influenza subtypes, researchers can 

pinpoint vaccine candidates that proffer the most promising protective spectrum. 



 

As the global health fraternity continues to grapple with the multifaceted challenges posed by 

influenza, the development of a universal vaccine remains an apex priority. The insights gleaned 

from this study inch us closer to actualizing that ambition, kindling hope for a future wherein 

influenza's menace is substantially mitigated. 

Concluding Reflections 

An intriguing look at the direction that influenza prophylaxis is taking may be found in the article 

"Antigenic Landscape Analysis of Individuals Vaccinated with a Universal Influenza Virus Vaccine 

Candidate Reveals Induction of Cross-Subtype Immunity". One significant step closer to a global 

influenza vaccine is the observed development of cross-subtype immunity. The convergence of 

cutting-edge technology, such as automated liquid handling systems like VERSA, will inevitably 

spur the development of effective vaccinations as research in this area expands.  
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